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RESUlvfO - Uma das técnicas de estudo da estrutura rzenética de 
humanas é sua allálise gelleafóRica. Este trabalho descreve características da 
aldeia indígena il88urill! de .K1Iatinemo (Amazônia brasileira) quanto ao 
parentesco gel1ético entre seus membros, assim como algul1s parâmetros 
dr<nzof!;ráflcos de illteresse A genealof:,Tia da aldeia ille/u i 56 indivíduos. 

coeficiente médio de co-ancestria cf i foi 0,0076 0,0407. /i'sta estimatim 
relativamente baixa comparada à calculada para outras populações 

amazóllicas. maior coeficiente médio de co-alJcestria "ilidividuo­
pop1llação" (definido 0,0204, observado em quatro inllãs, 
elos de parentesco inll'a-aldeia envolveram 15 
se verificou fecundidade signijicativa na nonu"nrnn 

NilO 

0,141). Nossa 117IJÓleSe é a de que as taxas reduzidas de co-ancestria 
calculadas entre os Assurini do Kuatil1emo podem refletir {imifações de dados 
genealógicos causadas grave depoplllaçtío sofrida por esles índios 1/I/S 

últimas gerações. Nesse sentido seria pertinente comparar resultados 
rro""nlhrri,.,n< com a variabilidade 	 l1a aldeia. 
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ABSTR,lCT - 011e 111 etlz od to studv tllr! genetic 
is genealogical ol1ol1'.I'i.\·, Tili.\' H'ork descrfhcs 

Kuatille11l0 Tndian nllage (Brazilian Amilzoll) wi/h respecl 10 the gCilelfc 
re/ati017sll1}Js o1Uong il.\' mel7lbers. as 1I!cI! as ",.~,,;rI; .. 

paramelers of genetic interes/. Tile 

TI/(, average kinsllllJ 

rates 

may reslIlt]rom poor data dl/e to lhe severe 

Ihese lndian.\' in Ilze lasl gelleraliolls, In IMs sense. fi 

he inferl:'slÍng to compare quolllilatil'e f.!l?nealoí!ical dala 1IIl'/1t lhe 

hiochemical genelic 

KEY WORDS - Gcncalogícal Analysis, Kinship, Amerindians. Assurini Df 

Kuatíncmo. 

INTRODUCTION 

From a11 anthropogcnetic point ofvievi, the two 
cvaluation of population stmcture are the intergroup 
anal yses. The formcr a11a1ysis estimates resemb lance 
populations, vvhilc the later analysis allows one to 
variatiol1 on the basis ofhigh1y or moderately 
ofboth approachcs is the samc: to describe and to 
ofpopulations, as 

are SllVl1l1lC;U 

állállUl1 lS sUldted by analysing mono or 
ana1ysis offers mathcmatical results 

group genetic profi1e (Wrigth 1951). A 
approach rclies on the ca1cu1atio11 ofmean pcr 10cus per 

(Nei 1987). 

Pedigree ana1ysis does c011stitute a11 alternative metodology to perfonl1 
biology investigations (Thompson 1986). Each individual1iving in 

a certain group may be related to others 111embers ofthis group by severa1 kinds 
of genetic linkage. We can therefore obtain measures of genetic closencss ar 
genetic similarity. At the same time, general pattems of kinship, rclationship 
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imbreeding provi de infonnation on the within-group stmcture. 
adcquate descríption ofthe genealogical syste111 ofinterindividual relationships 
may genetic diversity. since it estimates "concelltration" or "dilution" of 

a111011g l1lembers a population. 

This article analyses briefly the avaílable pedígree of the Assurini 
Kuatincmo, an Amazonian Indian population located in the State Pará, 
Brazil. The authors wish to carry out in the future the same kind of approach 
for other Amazonial1 groups in order to establísh pattems of intervillage and 
intertribal genetic relationshíps. 

MATERIAL AND METHODS 

The Assurini village ofKuatinel1lo is located on the margins ofthe Xingu 
River(4° 12' S:52° W), BrazilíanAl1lazonia, atadistanceofabout 100 
fro111 the ofAltamira. Its population in 1984 was cstimated in 53 
by Müller (1984/1985). Assurini suffered severc depopulatíon in the last 
decades as a result ofcontacts ,vith the Brazilían national society, of intertribal 
warfare, and of capture oftheir children by other groups (Aguiar 1991). 

We ha ve obtained gcnealogícal data from FUN AI's ("Fundação 
infommnts and by interviewing native mcmbers ofthe village, which 
cross refercnce of data. The Kuatincmo genealogy involved 56 

individuais. The accuracity of data was improved afier the field work 
excluding 11 individuaIs of their supposed familíes on the basis 
haplotypes. FurthemlOre, it is necessary to mentioll that some Kuatinemo 
Indians do not belOllg to any falUily group in the pedigree, since their biological 
~,,~~~t_, is unknovv11. 

Thc pcdigrce analysis was perfomled by the SAGEN ("Sistema de 
Análise Genealógica", System for Genealogical Ana1ysis, versiol1 1.0), a 

created by rcscarchers ofthe Museu Paraense Emílio Goeldi (Aguiar 
& Souza-Junior We calculated interindividual, average within-sample 

indívídual-population kinship coefficients (f). This coefficient is defined as 
the probability that two genes randomly chosen in the same locus of two 
individuaIs, are identical conm10n ancestry (Kempthome 1963: Malecót 

Falconer 1986). The shorter the path connecting tv,lO individuaIs to their 
common ancestors the higher this measure. 

results ofthe work were ana1ysed bynon-parametric statistics. 
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RESULTS AND DISCUSSION 

General1y speaking, the distance between two (wo individuaIs and 
COnUll011 ancestors (nul11ber of steps or length ofpaths) is negative]y correlated 

their kinship coefficient. For instance, \v11en \\IC subl11itted Kuatincmo 
Indians to this trcatment, we obtained a Spearnlall 's rank correlation of - 0.399 

0,05). Such an approach is cssentially probabilístie. The observed 
relatíonships may be distinct from that espected as a result offactors producing 
intcr-gcneration variability crossing-over). 

Thc average kinship coefficient for all lndians studied 
10w (0.0076 0.0407). The analysis involved 1540 differcnt . 
comparísons (fi-fj) ,vithín the vi II age, A fractioI1 of 95,1 ofthe comparisons 

fij O: 2.5%, fij =: 0,25: 1.0%, fij = 0, 125: and 0.2% fij 0,0625, 
An explanation the 10w average kinship among the Kuatinemo is 
ís poor Ínformation on the al1ccstry of some individuaIs. althOlH!:h wc had 
analysed four generation, 

The calculationofthe avc~age kinshíp coefficient bet\'veen each individual 
and thc remaining population (fip) is a realiable l11ethod to identif}igeneticall 

There was a l1lgh rank correlation 
behveen and nUl11ber of (Speearman 0,732; p < 0.01) Although 
seemingly this correlation is 110t llcccssarily observed in other 

because it Ínflucl1ce variant genealogical stmcturcs. 
numbcr of gcncrations, family SlZC, etc, 

Thc highest figure of f ip i 11 Kuatinemo (0.0204) _was observed among four 
sistcrs, involving 15 interindividual compafÍsons (fij == O.l875)There were 
dctected isolated cases of polygyny among the Kuatinemo. il1cludíng of 
sororal type, However. taking il1to account the avaílable genealogical data, 
therc is no significant differential fertility within the village (G-test 3.925: 2 
d,f.; p = 0.141), The average offspring sizc for males (l ) was not 
significantly different fron~ that of females (1.44) (G-test 0,288: 1. d.L 
p 0,592). The parameter fip for polygynous males was also not significantly 
greater than that ofthe remaining population. The distributiol1 ofoffspring 

father~ and mothers) can be observed in Table 1. The statistical 
did not reveal exclêss or dcficit of descendants for individuaIs with offspríng 
(G-test/Mothcrs . 0,91, P = 0.339; G-test/Fathers 2.32, p 0.3 

correlation between parental age and offspring size was not 
observcd, cither for fathers (r 0.36, p > 0,100) and mothers (a 
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sexcs (r 0.15. p> O 1(0). It is 
"tp>r""tl1"nto remark 

offspring size (Speannan p> 
fip and 

rcsult 
verífied for sibs. 

We suggest that the lo\\' kinship rates among the 
may result from poor genealogical data duc to the severe dcpopulatiol1 suffered 

111 thc last generations. In this sense, it would likely be Indians 
comparequantítative genealogiealdata \vith the viIIage biochel111Cal 

Tablc 1 - Offspring sizes for fathers an mothers in 
villagc. 

Offspring sizc I Nr. offathcrs Nr. of mothcrs Nr. of descendantes 

4 5 9 
,.., 
k 3 4 14 

3 1 3 

Total g 9 26 
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